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9 W JEAT 243 (Fluorescence In Situ Hybridization FISH) /2% R 7> T 24 AR
) — i, AR B AR, FH O AN 2 AR IC I SR B AL R AR S, &R
Bk B, SRR RN LR AT R VRS G, T AT R ) 2%
AERVEERZ IR o JBI 2 WA 2 a5 B A0 E RN SRR AW AR 5 51 1Y)
NN VS A VA S NI

WA FISH K & LAY A5 2 i) rRNA - (32552 16S A1 23S) AE N4y
BTt E AR, LA rRNA JEF T ERET 3R AT 4258, RPARRRE I AR A A 4200 2 A A7 0 RTRRAE
P AT S 2 5 e matr, RAREMIEEA S S0 An FU A YR ) 40 i

WEEER.

FISH £ AR R SEOL AL T HEbR 0 2 EVE R LR R I 2 AR . R4 AT A
ARG K IRNA RS &, Bt —FRi Rai & M A rRNA. kA
Yot ok an v Ry S FISH $R%E ORI R SRS BT R — B B AEre, Rl 2Rt
WEN GRS S 0™ R K . PR m SRR e . SR,

i CE RIS : 165 EE FISH HHEIHES

e Ry e RIRET 7 41052 FISH SEsh B2 —20, HHT rRNA FPAIE R
THET %, AWHBREHATGZRE “F7 o “JR” K tEre s, Bt B AR
PRt Sclm B w R, SO AR BAT R s 1, RIFAE KIS . HHIR
2 SCHR b > F BT IR S PR AT L ST iE el R g, el i, E5
FATARMEPFIRF € 5190« SRET XS H ARfl A MR IR i 5 SRy bk

IR P 2 F 0 EH O IRAE, BRI 7RG Bk Rt e, il

BBATBER R & e R ey R VE s IO IREE L 519, JRRIETER Mgtk T,
R E R T RS B P IR e 8 (07 s R SR R
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Bk H AT RS B TR SRR 16S FISH B FRE M IRE BT 100 A3 F

RO BRI SR X 16S FISH #REF ke . PRIITHAE, 248A2% FISH #8%Hkr
SRR B e R, SRR iR . PRIGERE R OT 5 (P S hRid A
[Fl 52 6K FISH #REF RN 2% 52) , IR, &P B g ik 5 Fh s

%o

. BECERE FISH ROGEREF TR

silval38.1 FAEEE: https://www.arb-silva.de/documentation/release-1381/

1E5030 PR ) A H

KRUEIW R A silval38.1 FIEEZE (2020 4 8 H 27 H kA, HEl vk
WA BEAHE AL 9,469,124 5% tRNA SSU R HEAA/NIZEE) 751, 1%
B AT RACRE (9% IR SS) 5 —ILEH 510508 % mili &R T 5
KEYMAER, ER(E B A RNA NIRRT FI 4 : SSU Ref NR 99
138.1, HAo B 168 1RERIFHIHE_20389 %%, 4HE 16S fRFEF4I4_431329 4,
HAZAW) 18S REJFHIH _58790 2%, ZHEER H AT 16S J7 41 N 885 1)
BAEEZ —

M T silval38.1 BRI EE o)l & (131 J35%) /N TR /NI 2
FPHEE R (947 Ji%%) , WMUIRATAE LTI AR rRNA F¢ 577 FISH #REHET, Rk
SR PR W A /N 7 5000

AR BARPIFN 44N : Catenibacterium, J& T H bs451 1) 16S /RE 7414 130
% CTFFRHEVR 16S JFHIZE) , Erysipelotrichales [F41FhE 2440 %, & TIEH =4
MR FSIA 510378 2% CRARAEHFRFFIIE) .

28 B T R

KBTI RIAEDE B TrRiE, WR4E s 168 55 E 43 H 751,
HepR s L i ARRR R X 8, 21t A0 RT BE Y FISH 485741, K IRk R4Er
P A5 AR B AR TSI FEEATUCED, Bhide v fe s R0 150 Z64R %L, 05l Geit
SECHE (mismatch) N 0. 1. 2. 3B, R HbRFEZI PR (R 25 50
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Qm%

nzeid BTk, A ok kiE FISH IREF PP, FURr bk BT BB HOR -
HECHZE 7 AN 04 1. 2 I, SARH AR ST L, B s DRy 8did,
P PR B R 00— 25 FP AU D FISH 4851751, BoitAE 95 578 .

N RAT AR B 2% ik FISH 4REFFP Y, BEECHAE 73008 04 1. 2 I, #iedit
25 AE BARIT A 551, I A 5% FISH R4 71, HRR S MR IE BIH AT
IR FRATTE VRIS M B s (AT 150 46484, WipdLant, ek B brF
HI R HIACEAITEE, FFk+E 2 6 A E ik FISH #RET P 5120 &4 I
Resp s AL A, iRk, WHTESS 56 .

N S R AR, A AR AN RIS a0 dlbsid Bk
(I 2% FISH $R%4F, A RN BEAT 2200000, WHehric BRI, uAE B ke
T 420 1 B TR 2 ] R A

=. B ERIE FISH WOLHRE T4 R
1LTHRIEE 1 Z3REHE 16S 5 EHIGHE . SR E NS

5 HARE 16S FrAlULE &4, UL H 70 %

pl_BE 4% p1l_H#m pl_B % pl_B % pl_BE 45 pl_B#5 pl_B#r pl_B#w
mismatch0_ mismatchl_ | mismatch2_ | mismatch3_ mismatch0_ mismatchl_ mismatch2_ mismatch3_
count count count count percent (%) | percent (%) | percent (%) | percent (%)
120 127 130 130 92.31 97.69 100 100
HAEHEARE 16S FrAl R4, I 0 .
p1_dEH R pi_dEH# | p1_dEHMR p1_FEBHR P1_dEH#R p1_FEB MR p1_JEHAR p1_FEB R
mismatch0 mismatchl mismatch2 mismatch3 mismatch0_ mismatchl mismatch2_p | mismatch3_pe
_count _count _count _count percent (%) | _percent (%) | ercent (%) rcent (%)
52442 97265 199231 341386 10.28 19.06 39.04 66.89
P
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1. p*n_3F H#% mismatch* count: 8%l probl B 2 53E HARFHIFEFATILAL, 2541 mismatch 2y 0.1.2.3 B 17 51 5640
2. p*_H 4% mismatch*_count: ¥4} probl 5 2 5 HAx 16S J7 51 FEULAC ) 2640, 43 5l Si T mismatch 9 0.1.2.3 BT 51 44

3 .p*_H 5 mismatch*_percent: ¥4t probl 8¢ 2 5 H ¥ 16S J7° 51 FE VL LT 51| 2 B0 B 1 H 43 H, 2373 4e vt mismatch 29 0.1.2.3
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. B FISH JReH R RIERE, MRRAERRE, BSHE &R O
WARRI) , BEATI FISH FRET AT 752 MR R B BEDIRETE

2. B EE 2 KIREHTE 16S 51 EEFRILEC

5 HARE 16S FrAIULE &4, UL H 70 %

G M

p2_B#5 p2_H#w p2_B#% p2_B % p2_BE#% p2_B#% p2_B#r p2_B %
mismatch0_ mismatchl_ mismatch2_ | mismatch3_ | mismatch0_ mismatchl_ mismatch2_ mismatch3_
count count count count percent (%) | percent (%) | percent (%) | percent (%)
106 125 127 128 81.54 96.15 97.69 98.46
HAEERA 16S FPoFE Rk 8. I E
p2_3EH#R p2_dEH R p2_EBH | p2_FEBH | p2_FEBHK p2_3EHAR p2_dEH#R p2_dEH#R
mismatch0 mismatchl mismatch2 mismatch3 | mismatch0_p mismatchl mismatch2_p | mismatch3_perc
_count _count _count _count ercent (%) | _percent (%) | ercent (%) ent (%)
227906 394019 419927 443932 44.65 77.20 82.28 86.98

3. &S, FRTS 16S FHEILE. 45BCIB At

EARWKRE, NS BARE 16S FPAILEC 2%, ILEC H 7% CRARRI 751
ARG B VE LI Excel 2A4%) -

p12_H#w p12_H#% p12_H#% p12_H#% p12_H#w p12_H#w p12_H#xn p12_B#5
mismatch0_ mismatchl_ | mismatch2_ | mismatch3_ mismatch0_ mismatchl_ mismatch2_ mismatch3_
count count count count percent (%) | percent (%) | percent (%) percent (%)
130 130 130 130 100 100 100 100

ERPERE, AR SR HARE 16S P AIATRC A . BRI I e R CRARI P
HIAZEE A BV WL Excel k%) -

p12_3EH#R | p12_dEEH#F | p12_3EEHF | p12_dEEHA7 | P12_dkHAr | p12_dkHAR | p12_3EEHHF | p12_dEBH

mismatch0 mismatch1l mismatch2 mismatch3 mismatch0_ mismatch1l mismatch2_ mismatch3_
_count _count _count _count percent (%) | _percent (%) | percent (%) | percent (%)
37408 91541 194571 337086 7.33 17.94 38.12 66.05

2 PRI YE DLk g RO IR B R R R DL, BB XU FISH 4%
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WARTTS, UHIT a4k B SERmE 7T

BiEPE: A B AR SIAC S H AR P 51 )RR IS B L Excel k%

. BR&RT

BAREMHL: 021-50763698

E-mail: support@tinygene.com
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